C. Stereo view of the alpha-carbon trace of one subunit in the CP dimer. Fig. 4 ). There are only minor deviations from 2-fold symmetry, except for a different conformation of the very C-terminal residues, which are ordered only in the subunit that reaches the I5 axis (subunit A, in blue, the extended segment spanning residues 587 to 590 is clearly visible in Fig. 3A , right panel). Icosahedral axes I2, I3* (the * and red color is to highlight that it was transformed by the L2 operation) and I5, and the L2 axis are drawn and labeled. Side chains of residues Asn A157 and Asn B221, located at the I5 and I3 axes, respectively, and discussed in the text, are represented as colored ball and stick.
Labeled are residues 283-285, 392, 582 and C-ter, where maximal displacements are observed, and which were removed in the optimization of the L2 operation provided in suppl. Table S1 . The main chains subunits A and B are displayed as blue and grey ribbons, respectively (i.e., colored as in Fig.2 , and labeled according to Fig. 1 ). The side chains of selected residues are displayed as ball and stick, colored by atom: nitrogen, blue; oxygen, red; carbon, white or grey, for chains A or B, respectively. Broken lines denote hydrogen bonds. The pink sphere indicates a bound water molecule, found in both independent subunits. The side chain of Asp 66 points to solvent at the interior of the particle.
